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ABSTRACT

Aims: Epithelial to mesenchymal transition (EMT) is an essential step in the
developmental process, wound healing and cancer progression. In many
cancers, EMT can increase aggressive properties including invasion,
metastasis and tumor resistance to apoptosis. Recently, miRNAs as a new
class of non-coding RNAs that post-transcriptionally regulate gene
expression have been demonstrated to have a crucial role in the regulation of
EMT. However, the detailed mechanisms of miRNAs involvement in EMT
in human cancer cells are still unclear. This study aimed to clarify this issue
by using bioinformatics tools for predicting competent miRNAs target the
main gens in EMT.

Materials and Methods: To ascertain an effective miRNA for the EMT, we
assessed five genes from EMT/MET as key genes. Then, to predict the most
suitable miRNA: target interactions, different online databases, including
DIANA, TargetScan and miRSystem were applied.

Results: Possible targeting effects of different miRNAs on candidate genes
were analyzed. Merging data from databases has shown that 11 miRNAs
with a strong possibility communally can be involved in EMT/MET.
Conclusion: To conclude, it can be predicted that according to the high
interaction scores of these elected miRNAs with candidate genes in the
databases mentioned above, these miRNAs probably can have critical roles
in EMT/MET. Hence, these miRNAs can be introduced as appropriate
candidates for future investigations.
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