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DEGs DELs DEMs Up/Down
H3C8 AC137932.5 hsa-mir-873 Down
H3C11 RP11.28G8.1 hsa-mir-128-2 Down
H2AC12 RP11.428E7.2 hsa-mir-410 Down
ARID1B INT99-AS1 hsa-mir-33b Down
NACC2 ZNRF3-AS1 hsa-mir-181c Down
H2AC4 PR11.48418.1 hsa-mir-668 Down
H2AC20 AC133136.1 hsa-mir-411 Down
SETD2 AP001442.2 hsa-mir-889 Down
ZNF407 CTC486P18.1 hsa-mir-412 Down
LRRC4 RP13-820C6.2 SNORD121B Down
PLK3 RP11-631N16.2 hsa-mir-33b Up
AC048341.1 RP11-5407.17 hsa-mir-1246 Up
C180rf32 CTD-2653M23.3 hsa-mir-4521 Up
AL645608.7 RP11-256B12.2 hsa-mir-1-2 Up
AC026741.1 ZNNT1 u75 Up
FOS RP11-256B12.1 hsa-mir-629 Up
CHRNG RP11-651P23.5 HBII-82 Up
HSPA2 PYCARD-AS1 u64 Up
AC099332.2 CTD-3247F14.2 HBI-115 Up
DUSP1 RP11-314N13.9 U4530 Up
H3C8 RP11-113H14.3 u66 Up
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Abstract

Drug resistance has always posed a challenge to effectively treating cancer.
Discovering the molecular mechanisms behind drug resistance can improve
treatment strategies. Long non-coding RNAs (IncRNAs) play a role in
regulating cellular processes, including those related to cancer and drug
resistance. Few studies have explored the role of competing endogenous
RNAs (ceRNAS) in mediating drug resistance in ovarian cancer. This study
utilized RNA sequencing data from cisplatin-resistant and sensitive ovarian
cancer cell lines to identify ceRNAs involved in drug resistance. We Found
16 mRNAs, 10 IncRNAs, and 149 microRNAs were found to be
overexpressed, while 622 mRNAs, 263 IncRNAs, and 177 microRNAs were
downregulated in cisplatin-resistant cells compared to sensitive cells. These
genes were related to 57 cellular pathways, and two potential ceRNA networks
were identified - ZNRF3-AS1-miR-33-DUSP1 and ZNRF3-AS1-miR33-
HSPAZ2. These findings suggest that targeting these regulatory genes could be
a promising approach for treating cisplatin-resistant ovarian cancer.

Keywords: drug resistance, cisplatin, ovarian cancer, competitive endogenous
RNA network
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